Bartonella henselae was detected in defibrinated sheep blood employed in supplementing a selective bacteria culture medium by nested PCR. We recommended that highly sensitive technical tests be run to ensure a sterile culture medium for Bartonella spp. isolation, since infected blood samples used in preparation could lead to false-positive results.
The Bartonella genus comprises many species and is responsible for a large number of emerging and reemerging infectious diseases. They are small and fastidious Gramnegative bacilli whose growth is favored by blood enriched media and an atmosphere supplemented with 5% CO 2 (1) .
Bartonella spp. infect pets, besides several other mammals, including rabbits, horses and sheep. They are of zoonotic importance. Three species of Bartonella are associated with the largest number of clinical manifestations in humans:
Bartonella bacilliformis (agent of Oroya fever and verruga peruana), Bartonella henselae (agent of cat scratch disease, bacillary angiomatosis, bacillary peliosis, endocarditis, and septicemia), and Bartonella quintana (agent of trench fever, bacillary angiomatosis, bacteremia, and endocarditis) (6, 9) . Of these, Bartonella henselae is the bacterium that is more often related with human disease.
Aiming to isolate a wild strain of B. henselae in Brazil, to be employed in the local production of antigens for serological tests, we began a study for culturing samples of stray cats. In light of our finding, we recommended that highly sensitive molecular technical tests be run to control the blood used in preparing Bartonella spp. culture medium as supported by Bemis and Kania (2) and Maggi et al. (8) . To date we lack diagnostic tests with sufficient sensitivity to rule out the Bartonella spp.
infection and efforts should be made to standardize better techniques that allow us quick and safe diagnosis.
